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gatcccgtcg ccgcggcgct ggagctggcc gccgggcccg cagccgcccc gcgcgaggtc 60 

gtgctggcga gcaaagccac catgcgcgcc acagccagcc ccggatcgct ggaccttgag 120 

caacacgaac tcgccaaacg cttagaactt gggccgcagg cgaaatcggt ccagtcgccc 180 

gagttcgccg ctcgcttggc tgccgctcaa cacaggtagc gcctaccagc ctcgctggtt 24 0 

tccatggcgt gccccagtcc gaagctgctg ctgcttgact ccgcgcgctg ggcccgagcg 300 

cgcgctgttg tacggcccaa acggcgtgtc ggtgtacagt cgcgcgctcg cggcttcagt 3 60 

ccggcccccc gactccggca ggcccgacgg cgcccagcgc tagcccgaag ttccccct tg 420 

taggggcggg ctgagtttcg atctgtttcg tgagcaggtg tttctgtgtt caacttccct 480 

caacatgtac tcatgtatta ttgagaatag ctcggcgtgt catcctctga tgacgctatt 540 

atcgcgctga ccgcgtgtta taaagtaatc atgtacatta cccgggtacc caaccgggga 600 

tccccgccgg cggtgctgtt gcgggaaagc ttccgcgaaa acggcaaggt caagacgcgt 660 

accctggcca acctctcacg ctggcccgag cacaagctgg acagactgga ccgggcgctt 72 0 

aagggcttgc cgcccgcgga ctgggatcta gccgaggcct tcgatatcac ccgcagcctg 780 

ccgcacgggc atgtggccgc ggtggccggc accgccgaga agctgggcat acccgagctg 84 0 

atcgacccca ccccgtcgcg gcggcgcaac ctggtgctgg ccatgctgat cgggcagatc 900 

atcgagcccg gatcgaaact ggcgatcgcg cgcgggctgc gcgcccagac cgccaccagc 960 

acgctgggtg cggtgctggg tgtctcgggc gccgatgagg acgacctgta tgacgcgatg 1020 

gactgggcgc tggagcgcaa agacggcatc gaaaacgcct tggccgcacg gcatctgacc 1080 

aacggcaccc tggtgctcta tgacgtatcc tcggcggcgt tcgagggcca cacctgcccg 1140 

ctgggagcga tcgggcacgc ccgcgacggg gtcaaaggcc ggctgcagat cgtctacggg 1200 

ctgctgtgct cacccaaggg agcgccggtg gccatcgagg tgttcaaggg caacaccgcc 1260 

gacccgaaaa ctctgaaagc tcaaatcgac aagctcaaaa cccggttcgg gttgacccgc 132 0 

atcgccctgg tgggcgatcg gggcatgctc acttccgcgc gcatccgtga cgagctgcgt 1380 

ccggcgcacc tggattggat cagcgcgctg cgcgccccgc agatcaagat cctgctcgag 144 0 

gacggggcgc tgcagctgtc gctgttcgat gagcagaacc tgttcgagat cactcacccc 1500 

gactatcccg gtgagcggct ggtgtgctgc cacaaccccg ccctggccga cgagcgcgcc 1560 

cgcaaacgcg ccgagctgct ggcggccacc gaaaaggagc tgcaggccat cgccgaagcc 162 0 

acccgccgcc aacgccggcc gttacgcggt acagacaaga tcggcctgcg ggtgggcaag 1680 

gtgcgcaaca agttcaagat ggccaagcac tttgacctgc acatcaccga tgaggccttc 174 0 

agcttcaccc gcaaccagaa cagtatcgcc gccgaggccg ccctcgacgg catctacgtg 1800 

ctacgcacca gcctgcccga caacgccctg ggccgcgacg acgtggtggg ccgctacaaa 1860 

gacctcgccg acgtcgaacg cttcttccgc accctcaaca gcgaactgga cgtacgcccc 192 0 

atccggcatc ggctggccga ccgggtccgc gcccacatgt tcttgcacat gctctcctac 1980 

tacatcagct ggcacatgaa acaagccctg gccccaatcc tgttcaccga caacgacaaa 204 0 

cccgccgccg ccgccaaacg cgccgacccc gtcgcgccag cccaacgctc cgacgaagcg 2100 

ctgaacaagg cagcacgcaa acgcaccgaa gacaaccaac cggtgcacag cttcaccagc 2160 

ctgctcaccg acctggccac catctgcgcc aactacatcc aacccacaga cgacctgcca 2220 

gcattcacca aaaccaccac ccccaccccc acacaacggc gcgccttcga cctactggcc 2280 

gtttcccacc gccacggcct ggcgtagtca gtaccgaacc acaaatgccc aggtcaacga 234 0 

cacaaaccgc gccggatcacf ggggaacttc gggctagc cg ggcgcgccgg 2390 
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